Short communication: genetic parameters for measures of calf health in a population of Holstein calves in New York State.
The objectives of this study were to estimate the genetic parameters of preweaning undifferentiated bovine respiratory disease (BRD), umbilical diseases (UMB), and bloat (BLT) for a population of Holstein calves from New York State, as well as to associate the estimated breeding values determined in the current study with traits from ongoing genetic evaluations used in Canada and the United States. Data were recorded for 7,372 heifer calves at a commercial rearing facility in New York State, from arrival at 1 to 7d of age for the duration of stay at the facility. Performance and disease up to weaning and mortality before and after weaning were recorded. The 3 traits of interest, BRD, UMB, and BLT, were scored as 0 or 1 and analyzed using a multivariate linear sire model. The model included fixed effects of arrival weight, serum total protein, weaning weight, and season and year of birth; herd and sire were included as random effects. The heritabilities of the 3 health traits of interest were estimated at 0.09 for BRD, 0.14 for UMB, and 0.04 for BLT. The genetic correlation between the calf health traits BRD and BLT was 0.62. Correlations between BRD and UMB and between BLT and UMB were close to zero. Breeding values were estimated for the 3 calf health traits and correlated with routinely evaluated traits from Canadian and US genetic evaluations (correlations ranged from -0.42 to 0.32). Significant differences existed among Holstein sires for calf health during the preweaning period.